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HLA Heterozygosity Influences Colorectal Cancer Risk and
Survival Outcome
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Abbreviations used in this paper: CRC, colorectal cancer; CS, colorectal
cancer–specific survival; OR, odds ratio; OS, overall survival.
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Figure 1. Associations between HLA class I and II heterozygosity and CRC risk and outcome. (A) HLA class I and II het-
erozygosity and CRC risk. (B) HLA class I and II heterozygosity and CRC-specific survival in patients with stage I and II
disease. AS, Asia-based consortium; UK-EUR, United Kingdom and Europe-based consortium; US-EUR-AUS, United States,
Europe, and Australia-based Consortium.
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